Recent advances in the conformation analysis of bacterial polysaccharides (2, 5, 6 ) have led to a new interest in complete primary structures of these polymers. For this reason, we have reinvestigated the Escherichia coli K42 capsular polysaccharide, a partial primary structure of which has previously been published (3) .
The K42 glycan, consisting of D-galactose (Gal), D-galacturonic acid (GalUA), fucose (Fuc), and 0-acetyl in a molar ratio of 1:1:1:0.5 (3), was isolated by the phenol-water-Cetavlon technique from E. coli A295b [08:K42(A):H-] (3) . From its optical rotation, the fucose, prepared by hydrolysis and paper chromatography, was assigned to the L series. After partial acid hydrolysis (20 min at 100°C in 0.5 N H2S04), the aldobiouronic acid GalUA -. Fuc and the aldotriouronic acid Gal -. GalUA --Fuc were isolated by paper electrophoresis, as described by Jann et al. (3) .
Using the procedures previously cited and described (7, 9) , the glycan and the trisaccharide (repeating unit) were methylated and analyzed by gas-liquid chromatography-mass spectrometry of the alditol acetates (1) before and after reduction of the carboxyl groups. The polymer and the aldobiouronic and aldotriouronic acids were also subjected to proton magnetic resonance spectroscopy. The results are summarized in Tables 1 and 2 . The 0-acetyl residues on every second repeating unit were not localized.
Because 
